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Chapter 6 Conclusion and Suggestions 

In this chapter, we will briefly descirbe our conclusion and future development. 

6.1 Conclusion 

(1) In this research, we have created a general-purpose application that design for 

primer design with relative PCR domain konwledge. We have also implemented a 

prototype system with Microsoft new OOP language, C#. we take time to understand 

the biology function (such as melting temperature) and transfer to computerized 

function. We also provide a simplized version of Mutiple PCR, it could handle two 

DNA templates to produce qualified multiple primer sets. This program can scan 

entire gene sequences for all possible primer pairs obeying these primer design rules 

and displays information such as the length and melting temperature of each primer, 

which may be of additional help in choosing primers. This program allows the 

stringency of certain criteria to be varied for better suit the requirement of particular 

experiment. We try to provide one convenient computerized tool which has a friendly 

user interface for biologists or scientists to use easily. 

(2) The design of Our system is based on OOA (Object-Oriented Analysis) and 

OOP(Object-Oritend Programming). The programmer can easily change some 

algorithm or updated biology data to improve the efficency of our primer design 

system. 

(3) Since the technical fundamental sturcture of our system is ASP.Net, user can 

assess our system anywhere, anytime. Our system can reduce user’s labor effort to 

find the best primer what match their experiment requirements. User can change the 

value of weight and amount of output. Our web-based program that the biologist from 
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all over the corner of world can use through the internet. 

6.2 Suggestions and Future Development 

Our research has built a simple prototype implementation of the application design 

of primer design system. It can expand and extend the capability in the following 

directions:  

(1)Application of other PCR method 

Another interesting topic would be that there are many other different PCR methods 

such as RT-PCR, nested PCR, universial PCR and so on. Since our system is based on 

OOA, it might be able to update to suit the need of other PCR methods. 

(2)Improve primer design algorithm 

When we have more amounts of templates, we will need more efficient algorithm to 

reduce the time of waiting. Future research could explore the possible effect of 

daynamic programming or other optimal methods. 

 (3)Update to newest function and data 

Our function of primer design system is based on nowaday biology information. If 

biologists discovery new biology function or newest biology data. It can be added to 

improve our primer design system. 

(4) Cooperate with other medical teams 

The lacking of biology resource in NCCU, so we might cooperate with other 

school’s medical team such as Rong-Yong Team and other team,from Academia 

Sinica’s Institute of Botany in the future. 


